Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.013 Å; R factor = 0.055; wR factor = 0.112; data-to-parameter ratio = 17.4.
Related literature
For background to hydrazone compounds and their biological properties, see: Kucukguzel et al. (2006) ; Khattab (2005) ; Karthikeyan et al. (2006) ; Okabe et al. (1993) . For reference bond-length values, see: Allen et al. (1987) . For related structures, see: Shan et al. (2008) ; Fun et al. (2008) ; Yang (2008) ; Ma et al. (2008) ; Diao et al. (2008a,b) ; Ejsmont et al. (2008) .
Experimental
Crystal data C 14 H 9 ClI 2 N 2 O 2 M r = 526.48 Monoclinic, P2 1 =c a = 14.311 (3) Å b = 11.469 (2) Å c = 9.736 (2) Å = 90.032 (2) V = 1598.0 (5) Å 3 Z = 4 Mo K radiation = 4.11 mm À1 T = 298 K 0.18 Â 0.17 Â 0.17 mm
Data collection
Bruker SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001) T min = 0.525, T max = 0.542 7381 measured reflections 3383 independent reflections 1747 reflections with I > 2(I) R int = 0.069 Refinement R[F 2 > 2(F 2 )] = 0.055 wR(F 2 ) = 0.112 S = 0.95 3383 reflections 194 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.93 e Å À3 Á min = À0.80 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
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Comment
Hydrazones have been attracted much attention for their excellent biological properties, especially for their potential pharmacological and antitumor properties (Kucukguzel et al., 2006; Khattab et al., 2005; Karthikeyan et al., 2006; Okabe et al., 1993) . Recently, a large number of hydrazone derivatives have been prepared and structurally characterized (Shan et al., 2008; Fun et al., 2008; Yang, 2008; Ma et al., 2008; Diao et al., 2008a,b; Ejsmont et al., 2008) . In this paper, the title new hydrazone compound is reported.
The molecular structure of the title compound is shown in Fig. 1 . The bond distances and angles are normal (Allen et al., 1987) . The dihedral angle between the two benzene rings is 65.9 (2)°. The molecule of the compound displays an E geometry about the C═N bond. The molecules are linked into chains along the c axis by intermolecular N-H···O hydrogen bonds ( Fig. 2 and Table 1 ).
Experimental 2-Hydroxy-3,5-diiodobenzaldehyde (1.0 mmol, 373.9 mg) was dissolved in methanol (50 ml), then 2-chlorobenzohydrazide (1.0 mmol, 170.6 mg) was added slowly into the solution, and the mixture was kept at reflux with continuous stirring for 2 h. After the solution had cooled to room temperature colourless powder crystals appeared. The powder crystals were filtered and washed with methanol for three times. Recrystallization from absolute methanol yielded colourless block-shaped single crystals of the title compound.
Refinement
H2 was located in a difference Fourier map and refined isotropically, with N-H distance restrained to 0.90 (1) Å. Other H atoms were placed in calculated positions with O-H = 0.82 Å, C-H = 0.93 Å, and refined in riding mode with U iso (H) = 1.2U eq (C) and 1.5U eq (O). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq I1 −0.22657 (4) 0.87447 (6) −0.18612 (7) 0.0664 (2) I2 −0.12679 (4) 0.97420 (6) 0.39763 (7) 0.0689 (2) C7-N1-N2 118.6 (6) N1-C7-H7 120.2 C8-N2-N1 118.5 (6) C1-C7-H7 120.2 C8-N2-H2 119 (5) O2-C8-N2 121.8 (7) N1-N2-H2 122 (5) O2-C8-C9 123.5 (7) Hydrogen-bond geometry (Å, °) 
